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Abstract

Background: A multi-million dollar research initiative involving the National Institutes of Health (NIH), Wellcome
Trust and African scientists has been launched. The initiative, referred to as H3Africa, is an acronym that stands
for Human Heredity and Health in Africa. Here, we outline what this initiative is set to achieve and the latest
commitments of the key players as at October 2013.

Findings: The initiative has so far been awarded over $74 million in research grants. During the first set of
awards announced in 2012, the NIH granted $5 million a year for a period of five years, while the Wellcome
Trust doled out at least $12 million over the period to the research consortium. This was in addition to
Wellcome Trust's provision of administrative support, scientific consultation and advanced training, all in
collaboration with the African Society for Human Genetics. In addition, during the second set of awards
announced in October 2013, the NIH awarded to the laudable initiative 10 new grants of up to $17 million
over the next four years.

Conclusions: H3Africa is poised to transform the face of research in genomics, bioinformatics and health in
Africa. The capacity of African scientists will be enhanced through training and the better research facilities that
will be acquired. Research collaborations between Africa and the West will grow and all stakeholders, including
the funding partners, African scientists, scientists across the globe, physicians and patients will be the eventual

winners.
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Findings

The second set of grant recipients under a strategic
partnership was announced in October 2013 [1].
Interestingly, this followed the announcement of first
set of recipients the previous year [2]. Needless to say,
this initiative can well be described as a tipping point
for bioinformatics, genomics and health research revo-
lution in this genetically diverse continent. Expect-
edly, this should excite all scientists, especially of African
descent.
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This potentially revolutionising initiative came into
force in June 2010, when the NIH and Wellcome Trust
announced a partnership that would see African scien-
tists, in the first round of the award, utilize over $40 mil-
lion in research grants over a period of five years [2].
The initiative, referred to as H3Africa, is an acronym
that stands for Human Heredity and Health in Africa
[1-4]. The projects currently funded under this initiative
are demonstrated in Figure 1 [1,2]. During the initial
award in 2012, the NIH granted $5 million a year for a
period of five years, while the Wellcome Trust doled out
at least $12 million over the same period to the research
consortium. This was in addition to Wellcome Trust’s
provision of administrative support, scientific consult-
ation and advanced training, all in collaboration with the
African Society for Human Genetics [2].
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Figure 1 Projects currently funded under the H3Africa initiative. The NIH and Wellcome Trust are importantly at the centre of this initiative,
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Apparently pleased with the partnership, the NIH
awarded to this laudable initiative 10 new grants of up
to $17 million for another four years during the second
round announced in October 2013. This brings the total
amount so far awarded to the H3Africa to about $74
million [1]. This is by no funding standards a negligible
amount. Therefore, such serious commitment from the
funding partners in this mutually beneficial partnership
deserves accolades not just from the African community
of scientists and policy makers; but all scientists across
the globe that stand to share in the many benefits this
great initiative is poised to generate.

What this research consortium is set to achieve is
aptly captured in the words of Dr Eric D. Green, dir-
ector of the National Human Genome Research Institute
(NHGRI), when he said; “These H3Africa awards demon-
strate our continued commitment to furthering the cap-
acity for genomics research on the African continent.
Studying human diseases within populations with the
greatest genetic variability and encouraging the contribu-
tions of our African colleagues should yield new insights
about the role of genetics in health and disease.” NHGRI
coordinates H3Africa in partnership with some NIH in-
stitutes and offices. It is interesting that the combined
NIH and Wellcome Trust H3Africa initiative will now

support research projects in 27 African countries and 93
collaborators across the continent [1].

Additional benefits of the programme are that it will
build research capacity and collaborations in Africa.
Some of the projects focus on developing a bioinformat-
ics network and collection of specimens and data for
storage in bio-repositories. This is critical for the future
of genomics and personalized medicine [5]; and provides
new opportunities for bioinformatics research in this
continent. Moreover, the fact that resources from bio-
repositories can be shared between laboratories both
locally and internationally, demonstrates one more op-
portunity for local and international research collabora-
tions inherent in this initiative.

Findings reveal that humans migrated out of Africa via
Arabia thousands of years ago as part of general migra-
tion spreading across Europe, Asia and Australia [6,7].
Since this makes Africa the cradle of humanity, genetic
diversity among humans decreases as distance from
Africa increases. In other words, Africans are the most
genetically diverse population. Therefore, searching for
disease-causing genes requires the greatest number of
markers among Africans [6]. This potentially provides
opportunities for a better understanding of diseases with
genetic pathologies. Regrettably, these opportunities have



Adoga et al. Source Code for Biology and Medicine 2014, 9:10
http://www.scfbm.org/content/9/1/10

hitherto remained virtually untapped. Fortunately, the
H3Africa initiative ignites hope, as it will enhance the
capacity of African researchers for cutting-edge re-
search, with a resulting better understanding of the en-
vironmental and genomic determinants of diseases. In
the long run, this will improve clinical services and
health outcomes in Africa.

Finally, with sustained commitment from all stake-
holders, this partnership may be the long-awaited tip-
ping point for a revolution in bioinformatics, genomics
and health research in Africa with enormous benefits
for the scientific community, physicians, patients, policy
makers and all other stakeholders.
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